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Fig. 1 



hMEK6 Nucleotide and Amino Acid Sequences 



ATG TCT CAG TCG AAA GGC AAG AAG CGA AAC CCT GGC CTT AAA ATT CCA 4a 
"SQSKGKKRNPGLKIP 
^ 5 10 IS 

AAA GAA GCA TTT GAA CAA CCT CAG ACC AGT TCC AOV CCA CCT CGA GAT 95 
KEAFEQPQTSSTPPRD 



20 2S 



30 



TTA GAC TCC AAG GCT TGC ATT TCT ATT Ga^ AAT CAG AAC TTT GAG GTG 144 

^°s^acisig'nqnfev 

35 40 . 45 

AAG GCA GAT GAC CTG GAG CCT ATA ATG GAA CTG GGA CGA GGT GCG T^C 19-. 
^A DDLEPIME LGRGAY 

53 60 

OGG GTG GTG GAG AAG ATG CGG ^C GTG CCC AGC GOG C.G ATC ATG GC .40 

75 ' 30 

GTG AAG CGG ATC CGA GCC ACA GTA AAT AGC CAG GAA CAG AAA CGG CTA 288 

^KRIRATVNSQEQKRL 
85 90 35 

T T T T T ""^^ ^^-^ ^^'= <=^^ ACT 226 

^^^^DISMRTVDCP^T 
100 105 110 

GTC ACC TTT TAT GGC GCA CTG TTT CGG GAG GGT GAT GTG TGG ATC TGC 384- 

^*^YGALFREGDVWIC 
lis 120 12s 

ATG GAG CTC ATG GAT ACA TCA CTA GAT AAA TTC TAC AAA CAA GTT ATT 432 

"° "5 140 

GAT AAA GGC CAG ACA ATT CCA GAG GAC ATC TTA GGG AAA ATA GCA GTT 480 
- - ° - H O X G K X A V 

15= ISO 

TCT ATT GTA AAA GCA TTA G^A CAT TTA CAT AGT AAG CTG TCT GTC A-- 528 
^ ^ ^ K A L E H L H S K L S ; r 



1S5 170 



175 



Fig. 1 cont. 



I1MEK6 Nucleotide and Amino Acid Sequences 



CAC AGA GAC GTC AAG CCT TCT AAT GTA CTC ATC AAT GCT CTC GGT CAA 57s 
HRDVKPSNVLINALGQ 



GTG AAG ATG TGC GAT TTT GGA ATC AGT GGC TAG TTG GTG GAC TCT GTT 
^^**CDFGISGYLVDSV 



195 200 



205 



245 250 



255 



624 



GCT AAA ACA ATT GAT GCA GGT TGC AAA CCA!TAC ATG GCC CCT GAA AGA 

A K TIDAGCK PYMAPER 

□ . 215 220 

J ATA AAC CCA GAG CTC AAC CAG AAG GGA TAC AGT GTG AAG TCT GAC A^T 
Ig l NPELNQKGYSVKSDI 
W 235 240 

I TGG AGT CTG GGC ATC ACG ATG ATT GAG TTG GCC ATC CTT CGA TTT CCC 763 
"''^^GITMIELAILRFP 



672 



720 



TAT GAT TCA TGG GGA ACT CCA TTT CAG CAG CTC AAA CAG GTG GTA GAG 315 

^°S"<5TPFQQLKQVVE 
260 265 270 

GAG CCA TCG CCA CAA CTC CCA GCA GAC AAG TTC TCT GCA GAG TTT G-T 86^ 

^^SPQLPADKFSAEFV 
275 280 235 

GAC TTT ACC TCA CAG TGC TTA AAG AAG AAT TCC AAA GAA CGG CCT ACA 912 

° J T S Q C L K K N S K E R P T 

295 300 

TAC CCA GAG ATG CAA CAT CCA TTT TTC ACC CTA CAT GAA TCC AAA 9SQ 

Y PELMQHPFFTLHESK 

315 320 

GGA ACA GAT GTG GCA TCT TTT GTA AAA CTG ATT CTT GGA GAC in 02 

^T°VASFVKLILGD 



325 



330 



%2 




B 

kb 

9.5 
7.5 

4.4 

2.4 
1.35 



fc» '^^^f '>^''^^ 



CJI 

o 



CO ^ 



CO 

I 
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GST 
JNK2 

p38 



"GST 
"GST 

-GST 



m 



46 

fO 



1 I » 



£RK1(KR)^GST 
JNK2 ^MEK5 



U3 



Jun JNK2*-GST 
Jun - JNK2*-MEK6 
Jun ^ GST ^IWEKS 
ATF^pSB *-GST 
ATF^ p38 *-MEK5 
ATF^ GST ^MEK5 
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eiative I1/JEK6 Activity 
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